This paper examines the patterns of the US and Australian immigration geography and the process of regional population diversification and the emergence of new immigrant concentrations at the regional level. It presents a new approach in the context of human migration studies, focusing on spatial relatedness between individual foreign-born groups as revealed from the analysis of their joint spatial concentrations. The approach employs a simple assumption that the more frequently the members of two population groups concentrate in the same locations the higher is the probability that these two groups can be related. Based on detailed data on the spatial distribution of foreign-born groups in US counties (2000)(2001)(2002)(2003)(2004)(2005)(2006)(2007)(2008)(2009)(2010) and Australian postal areas (2006)(2007)(2008)(2009)(2010)(2011) we firstly quantify the spatial relatedness between all pairs of foreign-born groups and model the aggregate patterns of US and Australian immigration systems conceptualized as the undirected networks of foreign-born groups linked by their spatial relatedness. Secondly, adopting a more dynamic perspective, we assume that immigrant groups with higher spatial relatedness to those groups already concentrated in a region are also more likely to settle in this region in future. As the ultimate goal of the paper, we examine the power of spatial relatedness measures in projecting the emergence of new immigrant concentrations in the US and Australian regions. The results corroborate that the spatial relatedness measures can serve as useful instruments in the analysis of the patterns of population structure and prediction of regional population change. More generally, this paper demonstrates that information contained in spatial patterns (relatedness in space) of population composition has yet to be fully utilized in population forecasting.
Introduction
How do the distinct spatial choices of particular immigrant groups shape regional population change? Understanding this is high on the public policy agenda, in particular in countries with a tradition of immigration, such as USA and Australia, where immigration represents a major driver of population dynamics. This is even more evident at the regional level, which is also subject to regionally specific demographic and economic trends, and internal migrations of the native population. In many regions immigrants have become an indispensable part of labour markets, supplementing and sometimes substituting the native labour force. Regions with large inflows of immigrants have to deal with diverse challenges and consequences of immigration, including the effects on infrastructure capacity, availability of services, housing costs, employment levels, impacts on local wage equilibria and crime rates, among many others [1, 2, 3] . Despite the importance for population change and general population projections, immigration and the ethnic composition of the regional population is difficult to predict [4, 5, 6, 7, 8, 9, 10, 11] .
This paper seeks to contribute to an understanding of the patterns of immigration and the process of regional population diversification in terms of the emergence of new regional concentrations of immigrant groups. Inspired by methodology used recently in very different contexts [12, 13, 14] , our approach capitalizes on the concept of spatial relatedness as inferred from the analysis of spatial distribution of foreign-born population groups. The spatial relatedness is understood as a degree of co-occurrence of the members of two population groups in the same regions. Here it is analysed using a pair-wise proximity measure which quantifies the extent of joint concentrations of two population groups in regions. Essentially, the spatial relatedness approach is based on a simple assumption that the degree of co-occurrence (spatial coconcentration) increases the probability that the two groups can be related.
Although diverse, the literature on the spatial distribution of foreigners mostly focuses on between-region comparisons of population compositions, either by comparing the spatial patterns of immigration through maps or by quantitative comparisons of immigrant counts between some spatial units [1, 15, 16, 17, 18, 19, 20, 21, 22, 23] . Unlike the traditional literature, here we compare spatial patterns of individual immigrant groups themselves. Based on detailed data on the spatial distribution of foreign-born groups in 3,143 US counties and 2,513 Australian postal areas, we quantify and examine the pair-wise spatial relatedness between individual groups as revealed from the analysis of their joint concentrations in these spatial units. Using the pair-wise spatial relatedness figures we model the aggregate structure of migration systems in USA and Australia conceptualized as the undirected networks of foreign-born groups linked by their spatial relatedness. We then quantify the spatial relatedness of a given group to the pool of those groups already concentrated in a region. We assume that the current population composition of a region affects its future population structure, in that the emergence of new immigrant concentrations is more likely for groups with higher relatedness with population groups already concentrated in the region. The ultimate goal of this study is to examine the power of spatial relatedness measures in predicting changes in the population composition of regions in USA and Australia.
Although examining relatively short time spans (2000-2010 and 2006-2011 for USA and Australia, respectively), the past recent years are interesting for the proposed exercise because both of the countries have witnessed significant increase of foreign-born population (by 24% in USA and 20% in Australia) accompanied by important changes in their geography of immigration. The new developments such as declining (relative) importance of gateway cities and spatial deconcentration of many foreign-born groups interrelated with the emergence of new places of immigration [2, 15, 19, 20, 22, 24, 25, 26, 27, 28, 29] have made the projections of regional population change even more challenging, while somewhat devaluating common approaches based on extrapolations of past trends. The spatial relatedness approach presented here can help make these projections more precise and anticipate some of the above mentioned challenges related to immigration. Therefore, the general goal of this article is to demonstrate that information derived from the spatial patterns of population composition has yet to be fully utilized as a valuable source of inference for population forecasting.
The rest of this article has the following structure: The next section briefly overviews main factors determining spatial choices of immigrants and spatial relatedness between immigrant groups. This is followed by the description of methods and data used in our analysis. The results section firstly presents the statistical distribution of spatial relatedness observations and compares the sets of these observations obtained for the US and Australian data sets. Secondly, it provides the network representations showing the aggregate structure of the US and Australian immigration geography. The main part of the results section then provides several exercises examining the power of spatial relatedness measures in predicting the emergence of regional concentrations of foreign-born groups. The article closes with some concluding remarks in the final section.
Factors behind the spatial relatedness of foreign-born groups
The basic assumption behind the approach applied here is that the degree of spatial relatedness between immigrant groups signifying the degree of similarity in their destination choices can mirror various other aspects of their relatedness based on, for example, common geographical origin, cultural and historical similarities or similarities in various political and economical characteristics. The voluminous literature on the determinants of spatial distribution of immigrants (for an overview, see [7, 30, 31] ) provides us with several arguments in support of the assumed parallels between spatial relatedness and other forms of relatedness, only a few of which we can briefly touch upon here. Cultural proximity is often attributed a key role, though economic, geographical, and political factors also matter. Perhaps the most common underlying mechanism refers to the power of migration social networks in determining spatial concentrations of specific immigrant groups [32] . It is also thought that migration networks can have somewhat differential impacts on destination choices depending on migrants' skills [3] , race [15, 33] , refugee status [28, 34] , or language. A lack of knowledge of the host country's language can strengthen the power of migration networks. In some cases, this may even lead to economically sub-optimal destination choices [35] . As documented for Australia, for instance, migrants without local language proficiency tend to be over-represented in the largest cities, where they have a greater opportunity of finding compatriots [28, 36, 37] . By contrast, the evidence from Portugal suggest that migrants who speak the local language prefer cities with more employment opportunities in services where language knowledge is important, while migrants without local language proficiency tend to opt for work in agriculture in more peripheral regions [18] . Although obviously context-dependent, such examples show that language knowledge might be an important marker of cultural relatedness that structures immigrants' choice of destination.
Economic models typically regard immigrants as rational agents who utilize their capabilities (knowledge, skills and experiences), in order to maximize the benefits and minimize the costs of migration, what also determines their spatial behaviour [19, 38] . Implicitly, it is assumed that migrants of similar origin would often have similar capabilities and deal with similar constraints and, therefore, would reveal similar destination choices [39, 40] . The focus on matching the economic characteristics of migrants with their source and target destinations is, nevertheless, in contradiction to the simplistic neoclassical theories that argue that migrants would, regardless of their skills, automatically prefer the regions with the highest wages (or lowest unemployment rates) until regional differences diminish.
Because of the additional cost of migrating to more remote areas, spatial distance between place of origin and target destination can also be a potentially influential factor in terms of the costs of moving both between countries [41] and within them [42] . As such, immigrants from the same source country can be expected to head to similar (easily accessible) destinations, though this would obviously also depend on other factors, such as migrants' skills and economic resources [43] .
There have also been attempts to place administrative restrictions on the movement of immigrants with lower human capital, and these restrictions are often tightly interwoven with the migrants' source country and other markers [39, 40, 44] . Rather than the opposite, such selective administrative measures contribute to the emergence of spatial concentrations of specific foreign-born groups.
Finally, the historical context of immigration also has an important impact on spatial patterns. In conjunction with other factors, the length of stay shapes the degree of spatial concentration and spatial assimilation of particular immigrant groups. Regarding the two countries in this study, it is well known that immigration can be divided into several successive historical waves. These waves have been distinguished on the basis of changes in the political, economic, social and demographic context both in the source and host countries, and signified by the different composition of incoming migrants, as well as by their different destination choices [28] . Through migration networks, immigrant settlements established in particular waves have attracted, and continue to attract, other migrants from the same or related groups.
Methods
From several possible relatedness indices, we applied a pair-wise measure that quantifies the frequency of joint concentrations of two population groups (here defined by country of birth) in the same regions. The concentration of a population group (i) in a region (r) was expressed using the common localization quotient (LQ i,r ) formally written as:
where F i,r denotes the size of the population group i in the region r. In the following text we say that group i concentrates in region r if the condition of LQ i,r > 1 is met. LQ i,r > 1 indicates that the given group is more prevalent in the population of region r than in the entire population of the country. The threshold of 1 was applied here because of its intuitively appealing interpretation. Moreover, we noted that that the consideration of other limiting values of LQ i,r (we tested a few other reasonable values between 0.8 and 3.0) only marginally influence the results.
The size of the set of regions in which two population groups (i, j) established regional concentration (denoted as {r: LQ i,r > 1} and {r: LQ j,r > 1}) is the key input for measuring the extent of joint concentrations of the two population groups (i, j). We applied a combination of the Dice asymmetric coefficients, adjusted as in [13] . The first asymmetric Dice measure captures the probability that group i concentrates in region r conditional to the concentration of group j in the same region:
where the numerator represents the size of the set of regions in which both groups i and j are concentrated and the denominator represents the size of the set of regions in which group j concentrated.
Analogously, the second Dice measure corresponds to the probability that group j concentrates in region r conditional to the concentration of group i in the same region:
In order to obtain a symmetric measure that would keep an intuitively appealing interpretation as the conditional probability of joint concentration, we considered the smaller of the two asymmetric Dice indices described above. Note that if a group i concentrates in solely one region then the second Dice measure always attains its maximal value of 1 with respect to its relatedness to all those groups j that are also concentrated in the same region irrespective of the number of concentrations of group j in other regions. Since we wish to capture the degree of similarity in the destination choices of the immigrant groups, it makes sense to consider the smaller of the asymmetric Dice indices so the pair-wise relatedness measure used for our analysis was denoted as:
This ranges between 0 and 1; the minimum value is attained when the two groups concentrate exclusively in different regions and the maximum value is reached when these two population groups concentrate exclusively in the same regions. The actual value of D i,j can be interpreted as the probability that one of these groups concentrates in a region where another is concentrated.
To examine our central goal, we further considered a measure of the density around a population group (i) in a region (r) in terms of the average relatedness between this group and all other groups already concentrated in the region. The density measure was formalized analogously as in [12] :
where x k,r is 1 if group k concentrates in region r, and 0 if otherwise. We employed this measure to test whether the spatial relatedness can be used to predict regional population diversification in terms of the emergence of settlement concentrations of new immigrant groups in a region.
Data
For each of the countries we used data from the year of the most recent census, and data from the year of the census prior to that. This enabled us to examine the change that occurred during the period between the censuses. We applied data disaggregated by population groups, as defined by the country of birth and by spatial units, namely the county-level data in USA (3,143 counties) and data at the level of postal areas in Australia (2,513 postal areas). The source of US data was the US Census Bureau. We obtained the US data through a publicly accessible application American FactFinder (http://factfinder.census.gov). Through this interface, we ob- policy, we considered only those foreign-born groups with the aggregate size of more than 500 individuals. Although we covered relatively short periods, we already mentioned that the foreign-born population increased significantly in both countries with considerably faster growth rates among immigrants from developing countries (especially countries in Asia and Africa). There were some minor changes in the number of spatial units in both countries over the considered periods, so we had adjust the data appropriately in order to make the data sets comparable wherever direct comparisons were undertaken. The basic descriptive characteristics of the data sets are presented in Table 1 .
Based on the data sources described above, for each of the countries we obtained two data matrices containing the population counts of particular foreign-born groups in individual spatial units at two points in time. For each of the matrices, we calculated the localisation quotients (LQ i,r ) and assessed whether particular groups concentrate in particular regions or not. Based on these results we then calculated the measures of spatial relatedness (D i,j , w i,r ) as explained above and proceeded to the further analysis presented in the Results section below.
Results

The patterns of spatial relatedness
Our first step was to calculate the matrices of pair-wise spatial relatedness indices (D i,j ) between all possible pairs of immigrant groups. Fig 1 presents distributions of these results for the more recent years. The distribution for Australia is more right-skewed, having both a larger number of small values and more high-value observations on the right side. This can be attributed to more unequal population distribution across Australian regions with respect to both the distribution of the total and foreign-born population, in combination with generally higher shares of immigrants in the Australian population (Table 1) . We noted that many of the small observations on the left side of the plots in Fig 1 may be regarded as noise associated with random cooccurrences of immigrants in regions. Thus, we were particularly interested in the right-hand side of the plots, with more significant D i,j links. This is particularly true for the longer righttails of the plots composed of the most significant D i,j links, of which the 15 highest observations are listed in Table 2 . Using the conditional probability interpretation of D i,j measure as applied here, we can say that, for example, Malaysian and Singaporean immigrant groups in Australia have a 71.7% probability that one of these groups concentrates in a region where another is concentrated. An inspection of Table 2 confirms that the highest spatial relatedness observations can be found between groups from geographically and culturally proximate countries. At the same time, the composition of source countries listed in the table mirrors the known distinctions in the US and Australian immigration systems; this relates primarily to the prominence of geographically proximate source countries. S1 and S2 Figs provide an illustrative outline of the US and Australian geography of immigration by depicting the aggregate patterns of spatial relatedness using network visualisations (because of size limitations it was not possible to include these visualisations in the main body of the present paper). Note that this type of the network representation of immigration patterns differs from recent attempts to examine (real) human migration networks [45, 46] . In the present paper, the networks are undirected and nodes represent countries of birth of individual population groups and the edges correspond to the spatial relatedness links (D i,j ). To generate these networks we used a spring-embedded algorithm with consideration of weights linearly proportional to the values of D i,j . The nodes are coloured according to the respective world regions of individual source countries (see legend placed in the top left corner of the pictures) and their size is proportional to the square root of the population size of particular groups. Although all observations with D i,j > 0.2 were considered for creating the networks, only edges with D i,j above 0.30 and 0.45 for USA and Australia, respectively, are displayed in order to keep the network plots readable. Each of the networks in S1 and S2 Figs also contains the biggest node for native population that serves as the reference point indicating the degree of dissimilarity of particular foreign-born groups from the spatial distribution of native population. Although a more detailed discussion of the network visualisations is beyond the scope of this paper, in general these graphs again show obvious parallels between the spatial relatedness and geographical and cultural relatedness of the individual source countries and their communities as they emerged in the networks. In both network graphs, the biggest nodes for native population are neighboured by the community of Western countries (and South Africa) followed by Central and Eastern European countries. Most of the other countries then occupy positions that are more distant from that of native population and they often form pairs or communities of geographically and culturally related ones. Especially the US network plot (S1 Fig) shows a clear clustering of the Latin American and Caribbean source countries. An exception is a unique position of Mexico, far the most populous non-native group with a special and generally relatively dispersed pattern of spatial distribution across US regions. An interesting example of a factor structuring the network graphs is the sequence of the waves of immigration. This can be illustrated by an inspection of the positions of typical source countries of individual waves of immigration to Australia (Table 3) in S2 Fig and particularly by the distance of their respective nodes to that pertaining to native population.
One intriguing question behind our analysis was whether there is a similarity in the spatial choices of particular immigrant groups in USA and Australia. Such a similarity would again suggest the relevance of the approach taken in this paper, in terms of the existence of factors structuring the spatial choices of particular immigrant groups independently of the specific context of a particular country. To explore this question we filtered the 5,560 D i,j links between the 96 immigrant group that appear in the data from both USA and Australia. We found a statistically significant correlation of 0.454 between these two sets of D i,j results. This can be considered a relatively close relationship, especially considering the noise in the data associated with lower values of D i,j and random co-occurrences of immigrants. A more informative illustration of this relationship is provided in Fig 2, which uses a bivariate kernel density plot to depict these sets of D i,j observations obtained for both countries.
Yet, an even more important question with respect to the approach presented in this paper was whether there is a time stability of D i,j observations. Obviously, if the patterns of spatial (Fig 3) with the correlation coefficients of 0.913 and 0.942 for USA and Australia, respectively. These findings suggest a considerable time stability of the spatial relatedness measures and support their applicability for the present purposes. The spatial relatedness and emergence of new immigrant concentrations in regions
As follows from the methodology described above, immigrant group i can either be concentrated in region r (meaning that LQ j,r > 1) or it can be un-concentrated in this region (LQ j,r 1). We noted that un-concentrated groups are considerably more frequent, accounting for more than 80% of all observations in each data set used here. Tables 4 and 5 , representing USA and Australia, respectively, explore the distributions of concentrated and un-concentrated groups according to different levels of density around group i in region r (w i,r as defined above). In addition, these tables also examine the relationship between the density w i,r and the emergence of new immigrant concentrations in regions. These results provide two important findings with respect to the central research question of this paper. First, it is shown that the density w i,r is significantly positively associated with higher probability of concentration (the fourth columns of Tables 4 and 4 ). For example, the probability of concentration within the most frequent category of w i,r < 0.1 corresponds to less than 5% for USA and to 2% for Australia. By contrast, for all of the groups with w i,r > 0.4, this probability stands at 50% and 63% for USA and Australia, respectively. These results clearly show that the density (average spatial relatedness to the groups already concentrated in a given region) strongly predict regional concentrations of immigrant groups. Second, from a more dynamic perspective, the density w i,r was also confirmed as a significant predictor of new immigrant concentrations in regions that emerged over the analysed periods. The probability that an initially un-concentrated group with w i,r < 0.1 would establish new regional concentration over the considered period was less than 3% for USA and less than 2% for Australia. This probability sharply increases with increasing w i,r . For example, the groups with w i,r > 0.4 had, in both countries, more than 24% probability that they would become concentrated over the analysed period (last columns of Tables 4 and 5 ).
Rather counter-intuitively, Tables 4 and 5 also show that in both of the countries the probability of new immigrant concentrations slightly falls for the categories of observations with the highest density (w i,r > 0.6). We realized that these highest density observations are typical for regions with a large number of immigrant groups already concentrated. The fact that many of foreign-born groups had already established their concentrations before t0 naturally reduces the potential for the emergence of new concentrations in these regions between t0 and t1. However, these highest density observations represent a negligible part of all observations (around 0.8% for both USA and Australia) so they are almost inconsequential with respect to the overall predictive power of w i,r .
In addition, we used a multiple regression analysis to test the predictive power of the relatedness approach when analysed together with other factors that may influence the relationship between the density and the emergence of new immigrant concentrations in regions. In the first step, we examined whether the density can be used to predict changes in the relative shares of immigrant groups in the regional population. For this purpose, we estimated the regression with a change in the relative share of an immigrant group i in the population of region r between years t0 and t1 (denoted as f i,r,t1-t0 ) as the dependent variable and the following independent variables:
• w i,r,t0 / w r,t0 -relative density in t0 as the key independent variable of interest, where w i,r,t0 refers to the density in t0 and w r,t0 stands for the average density in region r (note that the density w i,r,t0 is not independent of the number of concentrated groups in particular regions so the relative density is more appropriate for the present purposes),
• f i,r,t0 -share of a group i in the population of a region r in the initial year t0, required to control for initial variability in the population shares of immigrant groups in regions,
• F i,t1-t0 -relative change in the total size of an immigrant group i over the considered period included to control for differential rates of immigration,
• F r,t1-t0 -relative change in the foreign-born population in regions to control for differential regional immigration rates,
In addition, we also included a set of dummy variables to account for the macro-regional origin of individual foreign-born groups (affiliation of source countries to 13 world regions).
The results in Table 6 confirm relative density (w i,r,t0 / w r,t0 ) as a statistically significant positive predictor of changes in the regional shares of individual foreign-born groups, as expected. It holds for both USA and Australia. Note that while it was necessary to include the first two independent variables (w i,r,t0 / w r,t0 ; f i,r,t0 ;), other control variables were included purposely but were not essential to the model. However, the relationships seem to be robust across different model specifications; even when we omitted the latter group of control variables, the effects of relative density remained similarly significant.
Another interesting finding which arose from these results is the significant negative effect of the initial regional population share (f i,r,t0 ), suggesting on average higher growth of foreignborn population groups in regions where they initially had lower population shares. This corresponds to the deconcentration of the foreign-born population. It can also be documented for both countries by the decreasing Gini coefficients of variation in regional foreign-born population shares (it holds both for the foreign-born population in total and for the majority-64% in USA and 85% in Australia-of individual foreign-born groups).
In the next step, we used a logistic regression with the same independent variables to examine the power of spatial relatedness measures in projecting the emergence of new concentrations of foreign-born groups as defined on the basis of LQ j,r > 1. In this case, we only considered the set of observations pertaining to those groups that were un-concentrated in regions at t0 (those satisfying LQ j,r,t0 1). The dependent binary variable captures the emergence of new immigrant concentrations between t0 and t1 by attaining the value of 1 if a groups established concentration between t0 and t1 (meaning that LQ j,r,t1 > 1) and 0 otherwise. The results are presented in Table 7 , which shows that for both countries the effects of relative density (w i,r,t0 / w r,t0 ) are again notable and statistically significant. This exercise thus confirms that the density can be considered as a strong predictor of the emergence of new immigrant groups in regions.
Finally, we analogously examined the predictive power of relative density separately for each of the 61 most populous foreign-born groups in USA (those with population size in 2010 above 100,000). For each of these groups we considered the set of un-concentrated observations in 2000 and used a logistic regression to analyse the effect of relative density on the binary dependent variable capturing the emergence of new regional concentrations in 2010. Again, we controlled for the initial regional population shares of a given group (f i,r,2000 ) as this variable can naturally be expected to affect the probability of establishing new regional concentration over subsequent period. The results appear in Table 8 and they confirmed statistically Table 6 . Regression results on the power of relative density in predicting the change in the regional shares of foreign-born groups. Notes: *** statistically significant at 1%. Controlled for the macro-regional origin of foreign-born groups in terms of their affiliation to 13 world regions.
USA
doi:10.1371/journal.pone.0126793.t006 Table 7 . Logistic regression results on the power of relative density in predicting the emergence of new concentrations of foreign-born groups. Notes: *** statistically significant at 1%. Controlled for the macro-regional origin of foreign-born groups in terms of their affiliation to 13 world regions. significant positive effect of relative density for the majority (79%) of the 61 foreign-born groups studied in this last exercise. In contrast, no statistically significant relationship was found in the case of 11 (18%) groups, while for another two immigrant groups (Thailand and France) the effect was statistically significant but negative. The finding that the predictive power of relative density varies across particular foreignborn groups should not come as a surprise. In fact, many of the immigrant groups with insignificant or negative beta coefficients obtained for the relative density variable in Table 8 are known for their distinct spatial behaviour that makes our spatial relatedness approach less applicable. For example, the most populous of these groups in terms of Vietnamese immigrants has a history of refugees participating in governmental settlement programs that has specifically influenced their spatial distribution. Similarly, large inflows of migrants from the three Central American countries with the insignificant relative density coefficients: El Salvador, Guatemala, and Honduras originated in civil wars in these countries. Together with Panama (as a foreign-born group whose population in USA decreased over the analysed period), these three Central American groups appeared unrelated to other immigrant groups shown in the network visualisation in S1 Fig. The latter also holds for the foreign-born groups from Thailand, Laos, or Oceania n.e.c. Another reason for the insignificant coefficients revealed for some of the immigrant groups can also be explained by their stable (France, Japan) or even decreasing (Laos, Ireland, Germany) population size in USA. These and a few other exceptions apart, the analysis at the level of individual immigrant groups also corroborated that the density variables often contain interesting information that can be helpful in making predictions about the future composition of regional populations. Examples of application The density corresponds to the spatial relatedness between immigrant groups from the respective countries and the pool of other groups already concentrated in Miami-Dade (Fig 6) and Los Angeles (Fig 7) . As such, the darker is a country colour the higher is the probability that 
Conclusions
Temporal trends (relatedness in time) and spatial patterns (relatedness in space) can be regarded as two similarly essential sources of inference for population forecasting. While the former has attracted a lot of attention (extrapolations in time have been the most traditional method of making population projections), we have attempted to show that information derived from the spatial patterns of population distribution has yet to be fully utilized. In this paper we applied a so-called spatial relatedness approach to examine the process of regional population diversification and the emergence of new immigrant concentrations at the regional level in USA and Australia. The basic assumption behind this approach is that the spatial proximity between foreign-born groups mirrors, at least to a certain extent, various other aspects of their relatedness. Given this, the central goal of the paper was to show that the spatial relatedness, as determined by an examination of joint concentrations of foreign-born groups in regions, can provide a useful instrument for the analysis and projection of regional population change. Because of its high complexity and large number of push and pull factors behind both international and intra-national migration choices, the geography of immigration necessarily represents an emergent socio-spatial system with limited predictability [7, 8, 47] . Although necessarily uncertain, the projections of regional immigration have been of high value in determining policy, especially in countries where immigration drives regional population dynamics. An intuitive, and perhaps the most common, method of projecting regional immigration is to consider total national inflows (or their estimates) and allocate immigration proportionally to the stocks of foreigners already settled in regions, possibly also accounting for variation in recent inflows and for various demographic or socioeconomic characteristics of regions that are expected to influence immigration [4] . However, this kind of temporal multiregional extrapolation based on a simple reflection of the migration social networks hypothesis, can be imperfect in many situations. This may, for example, be the case during turbulent changes in the volume and structure immigration associated with inflows of new immigrant groups and emergence of their new spatial concentrations [48] . The US and Australian data examined here provide examples of such situations, as suggested above (and also documented by the negative beta coefficients of the stocks variable (f i,r,t0 ) in Table 6 related to the process of spatial dispersion of foreigners).
The main contribution of this study is the proposition of a new component, namely the spatial relatedness term, which can add a precision to regional immigration estimates disaggregated by foreign-population groups. As in traditional approaches, we assumed that the current composition of immigrant groups concentrated in a region affects its future state. However, instead of considering the temporal aspect by extrapolating the regional population composition over time, the component proposed here makes use of the information captured by spatial relatedness measures to estimate the direction of future population diversification and the potential of immigration disaggregated by population subgroups and regions.
Obviously, this technique can analogously be used for other population data disaggregated by spatially defined subpopulations and combined with other techniques of multiregional population modelling [9] . In addition, the analysis of spatial relatedness is scalable and it is similarly applicable to any other definition of regions. For example, similar analysis of spatial relatedness could be done with the data on the spatial distribution of immigrants within major cities or metropolitan areas. This could provide valuable practical insight on the relationships between particular immigrant groups in a given local context. Note that an analysis based on national data (as in this paper) makes an implicit assumption about the spatial homogeneity of the processes operating behind the relatedness figures. Therefore, the comparison of the structure of spatial relatedness links based on data for different spatial systems can be another interesting exercise. Already the brief comparison of the US and Australian figures above suggests some apparent parallels in these two sets of results, mostly reflecting the geographical and cultural proximity of foreign-born groups.
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